: Summary of k-mer analysis.
Based on the k-mer analysis, the genome size of L. crocea is calculated to be 669 Mb. The restriction site-associated DNA sequences from two L. crocea parents and 125 offspring were aligned to the improved genome assembly using BWA (mem algorithm, minimum seed length = 17). 24 linkage groups were built using ML in JoinMap v4.1, setting the minimum LOD score to 7. Scaffolds were integrated with the genetic map using the Chromonomer v1.06. 
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